
S1 Figure. Peptides identified in VVL-binding proteins via mass spectrometry. 
 
SRS44 
MTAPFLRVYTDILSERKVRVEGTWHLVSIKATHDQPLCACKQTWSVHFAWPVDTMKLSYFFFALSSSGATLLLFAVTQLATQVSGFDLEEPRDLRHEMKKIEVIHG
SEGARFECPVESVLLPEQAMSGDIRAATVFAVAADGSCNIFDPPSLLGDVVPGAYLQEELSVNADKAAKTYTLVIPGLPAKEVKLCYVCAHPDNPAGSQVTVITVR
RSGDSENGNPASSPVCRPSFSLEAWALGVRQPSVVLDVAAPGQSVRFSCLSTATELPSEAGARPAPAQVYPVNGRGWCDLSKGPSSLEKFLLGAAMTAEVRQRGGG
FLTTYTLNVPRLPSTNRRFCYVCPRNRDPADGCAVLVKVRGGMVEDPIGKPAAVPTCHPQESPEGIAAGTKSAALILDIVRPYSSVKFACPNNSEVLPHNAVSDDG
LKASVFAVRKDGSCIIGEHTLKLQDVVPGATLTGTTLVDKGSVTRVYTFFVGMLPTRSQKVCYVCARNSLAPQGCGVVISVKGKENGKPAKVSVCEPQYLQGVAER
GLLSPSVELLVDKPEGVAQFVCPGNSVVFPEHATDESPGIATVYQASNANACDVWENPVKLDNVLQGATLRADTSDEDTMMAKTYTFKVPALPSTETKLCYACVRD
GEIANSCGVMITVKPKGPTTEEIPSALLERGLCLPVYSTDVAKTGLRRPSVVLKVDKRNRVVEFTCPHSSLVFPDQAADSDAGEAVVYTVSGGSCDVWENPVYLTK
ILPGASLVSETAVDASEITTKYTFTVKQLPKTPKKLCYLCVYNRDVMNSCGVLIDVSSNSMTRLSKTSEEGIHTNPTVPTTLELQCPPDYSARTAATGLRLPEMEL
LVDSVNRTARFVCPDDSSVFPEIDGEADPASGKVYRMTGDSCDTREETAFLQDEVPGAELQRRTVVDGGVVQRYYIFKASRLPEEDKKLCFLCVRQRNPADSCAVM
ITVKADSAAAVPIHPFRPRPAVKLATYVCKPENSTEVAETGLKAPALSLTIDSRAHSIQFICPESSIVFPDLAAVPDQDSATVYLVGEGGSCNVAASPRLLSDVLP
GATLGSRTTVDEGVVNRTYTLTAPKLPEEDVKLCYLCVRNRQIAESCGIHITVKGTKAESVAKPAGPICSLGYSPGSEKTGMREAAIELVVEDPSTPVRFICPEGS
YVFPEYATSTDKGIAAVYGVKGNECIFAGPRENLQSLVPGATLRMEAADEGGTVMRTYTFTTPEQPAEDRRFCYMCVRERDIYQSCPVIIVVKGSGHLPEPKAQPQ
EEHELPVCTPHEQAGTALTGLLDPSVKLWVNEPEEQVSFVCPDGSAVLPDQETSEPQVYAVGAGEYCLVTKPLMSLAKAVPSASLSTDTVVENEVTTRKYTLRVPS
LPLEETKLCYTCVSEVDPAKKCGVSVTVKGEGKMPGGLTSSLPSPVCAAQFSQCAFLTGVRMPSIMLTVHEPNTKLVFDCPPNTALYPQNAVVPGKATFFPLNEKG
ACIYKGPVAESKLYDVVPGARLRAKETVDGAVVRSYTLTVSKLPKKETRLCYLCVRGDEPAYSCGVIVKVKAPAPAAPEPKQLPVCVPSSDPSVGKMRRITPKLTL
KIEKPGGSASFECPDGSTIFPDHADALDPKCVLAYKVVRDTCDLRGPTEMVASKLQGAYLTKTFVGTGYKYTFTVPHLPAEQQQVCFMCVMDRDTSRSCGVVINVM
PHPAASRSSVPECKLKHVPAAATTGLREASLILNVREPSSVVEFGCPRNSVIMPSTATSSEHLAQVYSVRDRHICDMKEFLRPLADLVPGASLKLVHTPEDGDTTR
THMFRVGSLPVKDTALCYLCVDPGDHSHNCGVVINVKGSEVPPPPKDFGCAPSHSEEVERTGKLSPAVRLMVTSTKEPIRFECRDNAKVYPPAASLIKPAKAVVYP
VSAGGRCIVGKPPLSLNRVVPGAKLKTKAKLVTGAITTTGFVFVPVLPSIQKDFCFACVDRGDITNSCGVLVTVPPFWAPPVQETVCNDVKTLTMTVHSPGSVTLR
CGLEFPKVDPPIDDPASQGQVYYGKSCGDVGALRTVIPGASVVKEPFYHNLAKEVAVGVTLTVPASIVKQTICFKCRQPDPLQHETCTVRVTVLPPAAQPTTTTTT
TTTTTIKPTTTTTTRKPTTTTTTTRRPTTTTTTTKKPTTTTTTTRKPRTTTTTTTKKPTTTTTTTRKPTTTTTTTKKPTTTTTTTKKPTTTTTTTKKPTTTTTTTT
TRKPTTTTTTTKKPTTTTTTTKKPTTTTTTTTKKPTTTTTTTKKPTTTTTTTRKPTTTTTTTRKPTTTTTTNKPTTTTTTRTPTTTTSKPPVVFELPSEFIEETAT
TTRATISLRARSAAAPTSTTTVGPTTPATSLFDWSSKVASLAGQWSFSGALQGTAGSRSGVYEAPITQLPPPLLVPFKIDCCGPPVIQKGCCPPPLIQVDCCRPPV
LQQKPGCCCCGHE 
 
RON11 
MGWVPPCAAPAHSQAAANLRVESLGSRSFPDGSTKKRRREERTDRFRNLHFRTLLYSCSFSCSRNAPANGHKTSSPGHPEESLRPTPLFVKRARFCFYLLFLFSVL
ASNFFSHRADETRFCNVFAQALHVKLDNPELSRQTLPASLRWQQVKTKNGEEVNAAESASWKGFADVQLAFRPDEKPSRERTVHEHRDTVHGLSGRDTLGIDSFRG
TDLRGNRLFVRLPRPALHSPFLFSFSFPAATQPAESSVFFGADGIPSFSEIHSEQSEDAEEPESQDSSSSRNQDEAPKPTEHSQEKAHESQGEPTEDSGAAESASE
HPSPSNSIPAEEESSATATQEKPTEGPSAPQTLASLGGDTASSSGTEQTERRSGSPVEEQGKDSTRTASLGSVSYSSTTTTTGTPSAFNVKEALLAPVPTGAVAGP
LAGREARAQRGASADSGERGAAGAKEAAGEAQGPSEVSEEKAEPKQKETEGGKTGGDKDGQERGSAAGKEDSAPTTEKPLSKAEMERAAAEFVKKEGGMGSLEKKL
AESGPQLTEEQTKTFVDTQEVAQNVRKLIGLKAGSNLHLENQKLIKADCDLATFGPEYCAARDNPNALSLLWSLEHRKNTIYFVIAMITLAFGIAVQTCIRLLERK
ISEGRDEFSKEVMETFRQIATISIVNVILWGTMQSNVAEVLDELVFGDVMPPLRDSDTVLENVSPMLEVLFEELFVSVILLVWYVVFVILFQCMIRQIIEWMRKID
EEEDIPLIARDAETQSHRWCGAVLGRSLDKANFIAHRYEFTDNVQSMSIPGVDPSGYYFMEYLRASLLKMAIEMIRLPNSTLFFLMIMDICLRPTFSFRLGQEVGL
ISGLSATCLVGMLLVWAYTARIEKQLLPRHVPHYLVMRYHMEVGGDTSSEYLKEFAPPYKLQKQKNAWPGVCSTFLRGTTLPNKHQQLFCFWANGPNIVLRAVEAS
FFCQLLVLAWWVQLFRSHPATWLNFCWWGNVVVVLCAGSQFALLKSVVYTVLLALNSGMLVDPELLEKVWDLQRAENVRRTAELIDALRVQSTLFAISEGGDMFWR
QLLIRSKGASRQAQEQRLSLWAALDEEHQGEISRAKIFKFLTSQGLPIKSESGVNDFLHVFDRNHKGGVNEDEFFVMVMVVKQMLMEPLDRDAVRELFEGRYGIPW
TSPVGIDLANLSKILAELRLTLSEGKKRYLLDFIGGKRGTTAVSPDHFVSQLQAMEEQALNPIQSESLRGPPIPGERV 
 
DnaK Family 
MALPAFEGVSPCVGGHRRVSPSGSSVRSLSHSSRLGCFFFAFCFLSVSLFSPLGAKAQVVGLDLGSEFVKVALVAAGRPIEILLNPASKRKTNNAVSFADEEKREL
GDEGAAQAAKKPDRVFLHPNLLLGVNATDFGLVDVTADPDSAFLPLALKEKLLPSGYPHDYYPYRLFMDRRRHSVAVLAKDGVYLPAELLTASMLAFVKKLATQAA
GVDNEKTLGCVISVPCRYTQRQRQALRDAVEIAGMHAVAFHHHSVTAAVQHALDLPTNTTATKLFYDVGSSTIDVGVVRFAPVQLPSKKEVLQVQLLACESMSGAG
GHHVDLAIAEKMRGAFERRHGAGKSLLGVPRALKKLVKQAVMAKHVLSANKQTQFRVEGLHNDVDFHEPFERMHLEALLEEKGMLAKLKASLDATLSHAGLDLNDV
DQVELLGGASRVPRVQQELGALMGAKDVGTHLNGDEAMATGAAFIAANSTATFRVKQLLLQDITPYEYLVKIDAVAEEDDPDAGVRRGDRVKKTKVLVGRHARFAQ
GSRTVSLRTTQDFQVELFEDDASLLKLAVTGVAEAAKKLEEEAQKKAEAESKTEKNGEVESETPERRLPKANLVFKVDGAGVLSFDRAYLTQDYFVYVPLPSTTTK
ATTTKESEGEETSTTTPAPAAKFKRLTKQVSDALAVEETQTLPLPLTSEERNALRKQLQEMEAADLRVHKLAEAMNRLEASIYAARGLLAEETVERVSLPETREEL
RKQLEADEEWIYDSAKAEGIEAVKKKLVALESVVEPMKKRAEELEARPKAIEKMEKALVDLVSRLEQIATKRPWVSEEKLASVRAFGQDVDAWWREKLASQQSKLD
TEDPVFTKAEVLAKVKELGAAVKALENIPRPTTTTTTSPGEGKEPGEQKQEEKTEEKKQEEKNEEKKEEEKNEEKKEEKVEEEHKNREEL 
 
SUB1 
MGSSHAIVACAALIVLLSTNARGLRVRKDKDVLLATSFLSHHGEYQNPTGTYNLIKEIRRVEAEIEDEVETLNRDRRLHRGHNKYADDDIRQGLKGEQDMGASENI
PVAELEPQDLDREAKYPVRMLIVDKRSDDDDEETKTSFVETALHSDLAQRVVKELNGHVDVLRESGVVLVDLPAQTTDKQLQELIETARAQGTIVEPDHLVQSVNT
SSKGSNDPLLDRLWGMDALNVKEAWDIITTGEPNMGGRRPLVCVLDTGIDYNHPDLRDNMEVNQAERDGTLGVDDDNNGEVDDIYGANMLSKENDPADDHSHGTHV
AGTIGAHGNNGIGVAGVAWAPRLLPCKFLAYTGRGYSSDAVRCIDYCVKRGADIVNHSWGGSWPSEALREAVVRTANNGLIHIFAAGNDGVDIDQTAFYPAAFSTE
ADGLITVANVKGDPDHGGKRIIELDRSSNYGIQRVQVACPGMWILSTVPTSGSSQEPYAEKSGTSMAAPALSGIVALMLAVNPGLSTRQVREGLRQCSVQQPLLQG
KVEWGSMPDAKRCVEYALTTHAEGRHKSFIREPSTETSTPPPPPPAQPTPQPQPHPPPQPETPPCAPSPPPPTPPCAPSPSPPTPPPGSPHKPEPQTPVYPEVPRS
TRSPPPSPPPTESAPEAPPSDTPSCRVPPCSSSPRSGSQPKPPQDNTTTPKMPSLSSPPTEHSTAQPPKHENDAREQEPPTDEDDFSSVKGKKLGAYESDGSPRAS
SCAGAGVLGVFFMVVGLTV 
 
HSP70 
MADSPAVGIDLGTTYSCVGVWKNDAVEIIANDQGNRTTPSYVAFTDTERLVGDAAKNQVARNPENTIFDAKRLIGRKFDDPSVQSDMKHWPFKVIAGPGDKPLIEV
TYQGEKKTFHPEEVSAMVLGKMKEIAEAYLGKEVKEAVITVPAYFNDSQRQATKDAGTIAGLSVLRIINEPTAAAIAYGLDKKGCGEMNVLIFDMGGGTFDVSLLT
IEDGIFEVKATAGDTHLGGEDFDNRLVDFCVQDFKRKNRGKDISTNSRALRRLRTQCERTKRTLSSSTQATIEIDSLFEGIDYSVSISRARFEELCMDYFRNSLLP
VEKVLKDSGIDKRSVSEVVLVGGSTRIPKIQQLITDFFNGKEPCRSINPDEAVAYGAAVQAAILKGVTSSQVQDLLLLDVAPLSLGLETAGGVMTKLIERNTTIPT
KKSQTFTTYADNQPGVLIQVYEGERAMTKDNNLLGKFHLDGIPPAPRGVPQIEVTFDIDANGIMNVTAQDKSTGKSNQITITNDKGRLSASEIDRMVQEAEKYKAE
DEQNKHRVEAKNGLENYCYHMRQTLDDEKLKDKISSEDRDTANKAIQEALDWLDKNQLAEKEEFEAKQKEVESVCTPIITKLYQAGAAAGGMPGGMGGMPGGMGGM
PGGMGGMPGGMGGMPGGMGGMPGAGMGGSGGPTVEEVD 
 
Chaperonin protein BiP  
MTAAKKLSLFSLAALFCLLSVATLRPVAASDAEEGKVKDVVIGIDLGTTYSCVGVYRHGRVDIIPNDQGNRITPSYVAFTDDDRKIGEAAKNEATINPTNTLFDVK
RLIGRRFNEKEVQKDKDLLPYEIINKDGKPYIRVMVKGEPKVLAPEEVSAMVLTKMKETAEQFLGKEVKNAVVTVPAYFNDAQRQATKDAGAIAGLNVIRIINEPT



AAAIAYGLDKKNEKTILVYDLGGGTFDVSVLVIDNGVFEVLATSGDTHLGGEDFDQRVMDHFIKLVKKKYDKDLRTDKRGLQKLRREVERAKRALSSQHQAKVEVE
NLMEGVDFSETLTRAKFEELNSDLFQKTLKPVKQVLEDADLQKSQVDEIVLVGGSTRIPKIQQLIKDFFNGKEPNRGINPDEAVAYGAAVQAGILSGEGAQDMVLL
DVTPLTLGIETAGGVMAKIINKNTVIPTKKTQTFSTYSDNQSAVLIQVYEGERPMTKHNHLLGKFELTGIPPAPRGVPQIEVTFDVDRNGILSVSAVDKGTGKSEK
ITITNDKGRLTPEEIERMISEAEKFAEEDKKVKERVDARNALEGYLHSMKTTVEDKDKLADKIEEDDKKTILDKVTEAQEWLNTNPDADAEETRDKLKDVEAVCNP
IISKVYGQSGGPGAGGAAGGADDDDYGGHDEL 
 
Hypothetical (TgME49_265170) 
MTPSSPPSRRAPPRVQRGEIAGETAGMSGSRPDLSAVAPAPPTRLLASSSTPPGSPSLDAKGKRMLASSPSSPAPATPSRDRRVVFVYALLFLDVIIIGSTSAQHS
FNPASLIDKVLLTHASFPSAPSLEADAADLPFHRLLPHSVKRELGLACVCGWAALVVLGILTLLCSTSSPPVPLLASAYGRRTAASEGEDGGVRKAGSEKTTTADF
AEERGSRGKKSPDKEEGGKRASKETGRSRVEAGVAAAVETKFREYEQVVLSQYADATLTQVKMRSFFIALATLLVFFIINFILQINVQCHRTKHRLSRMHALAAEV
AEHSEKLQDVRANPAPSTLHALDPASERFSSDSASLVKIAENLPSLPGQSKETRQALSSTQGEAASPSPLLGPESKAEEANTGETVSETEAPLPVQPLPAGPHADE
RTEKGEDAEEPNVGNQKKAEKEGFASNHGTKSPPQDNPPLIETQSSSAPPPSFSFSRPSSLESDSDLRELGGGMERSEADDSAGSQEAPRSPSYVYYRDFWFWRQL
LASCLQDAELQLSVAWIAMHVAGTIFCMHVTRDVTESLKATVEAFRLL 
 
ACT1 
MADEEVQALVVDNGSGNVKAGVAGDDAPRAVFPSIVGKPKNPGIMVGMEEKDCYVGDEAQSKRGILTLKYPIEHGIVTNWDDMEKIWHHTFYNELRVAPEEHPVLL
TEAPLNPKANRERMTQIMFETFNVPAMYVAIQAVLSLYSSGRTTGIVLDSGDGVSHTVPIYEGYALPHAIMRLDLAGRDLTEYMMKILHERGYGFTTSAEKEIVRD
IKEKLCYIALDFDEEMKAAEDSSDIEKSYELPDGNIITVGNERFRCPEALFQPSFLGKEAAGVHRTTFDSIMKCDVDIRKDLYGNVVLSGGTTMYEGIGERLTKEL
TSLAPSTMKIKVVAPPERKYSVWIGGSILSSLSTFQQMWITKEEYDESGPSIVHRKCF 
 
GAPDH2 
MSLYPRSSVRLRTRGLFFSSSLPLSHCLFLALFLFLSFDNFLPTSRSLNSFSVPAAALRLDGRDGPRPQTPETFSSSAFAEPSPESTPGACPLSSNDGELSLQQAE
ALLREEQTLATEYAQRAAGDVQQFTAAAQEAAARGDMSAAKELAAAAAASAAEAEDLAAYAQAVGETDPAVLRERAKEEAERFEQEERRQRGGDAASSGTCSESSD
AAFAPEFSDLRDLFFGACDATVSPDDLPSVPEALEKLAGLESDVQARGDQLDEKEKVVAEYLVAAQEAAVRHEEASRAFEDAKRNKKENLAAAAEKAALEAAAEYA
DLTTAAQLVTEEAEQESAKALADAVAAGDLRFAINQKIVNEAGPEARGKVPRALLAPKHVRISDPAAGRVLKIFFHNNFAPFEDLPCAALHADAHLCRQHPRCVVQ
VEQSGDEVLQRCLLDEAYLALLTKTPDFCAAAPAEAETGLGNSAAQATGTPVSPFAGAAPLEPMAAVTEGEIEAVALDLLQESGVDGPAVLEHMARDGRGSASDLC
SLVQTLATELLQTERDPRCAAAPTSEDRENIALTTEALLTSAFGFLGPASPSATAATAATVASGTPQNARSASIRSHRRNSFAPTGKRAVAPVPRVSPTGLFGLLG
SSSEKASAPIRLGINGMGRIGRLVFRIAMSRPDVAVTHINCSMDPAYIAYMLKYDSVHGKFDGEIVPTETSLIVNGQEVTVSNTRDPEEIPWADKGADYVCESTGV
FCTTEAAAKHVNRPGGAKHAIISAPAKDETTPTLVVGVNAEQDYESSMKVVSCASCTTNGLAPLVKVIDENFGLVEGLMTTVHAATGTQKVVDGTSKKDWRGGRAA
AGNIIPSATGAAKAVARCLPHMKGKLTGMAFRVPTLDVSVVDLTCRLNKSTTYEEIKKAVREASETYMRGIIGYTEEPIVSQDIVGSQCSTVFDANAGIMLNPNFV
KLVSWYDNEYAYSARLVDLIAVMAAKDGVVSPGTGLDRRPF 
 
Hypothetical, MIC20 (TgME49_283540) 
MHTKMTDGAKLYRRSMTTATTTGFFLLACWFLPSSCIQGSEALSTTATTQPISNVTRYPEQHTVARSAADVAKALAEKVAREAMKNAYNDVFRNWTGIAHPDFHNG
DAETCKIVLSFDVAKKKNAMGSVTKILSVTVNNARGQLTVKYLERPNVRNATNVRRASSWVRRKLALETADEVVSVTETIDVPQACIADNHSRYFVVTRRKNVIDT
RVFAVVIELELHPGPYLVPRDISRIAELDRILKEHERETFTEGKWVTLPGCMMLIRVRETLKRAPRLTIDAYRGSVQFREDELKSLGSQALPQGCTWDGPSAVGVV
TRHDRSADANLWDVLLFMADAPSHVQFEYTLPKEADVERNSDLSSGFASGPGEQDDNI 
 
Hypothetical, IMC25 (TgME49_218240) 
MRPAFSGTSQGAGTRALWRWGRRSSFVSLCAASFLGVILLGSAQESLSAPPQKAADSAASSQWPFGFLSGSGPTALLTSLAAPPTSDSGAPLAGRNDENRDPELGK
GDFLQPEESDNEGSAASPNRLPGPQQQELGEKGNAASRETAELSHSVTDSSPLFAVNARDAQSTLLSLWRKKKNEEAPLPSVASPISQAPAALQSALPFAAWFGTN
GDEDLHAGRSPSHANLVHSGNKAPSPATGEAAATASADRQSASWLPSFLSKKAQTDVGMQAFDSLLNSWFHSLRRLLGIPDGGDAALAAANAWESFQGDKSFWREL
SGDTRNASPLALARAAAWWFSQREREVENMARVAAGEGTQTVEHAAGVAAASAHAFWHRSGGAQASQETRAALEASAAWFRQQRNKLEQLDADGAAAWWESLTRSP
DNLPSSAKQQSAALGAAANVSSGVQQWFRGDEAQRVEGRKATGSMAFLTSESLGLGGPKMDKSRQSAWLSLWKGNEASNSPGDFAAAQVVSPEAAAAAAASWLDWS
RAREEETPSPPAPALSWFWSKQEQAVQEAVKNGALWLQKISEAPGAREVKNRAPAVRHSASSWVHSWLSSAGKGAKEVQEAEKQEGGEPDRESEGGVSFFSRWFGQ
KSSPIQEEKADGAAQDSLQRPEAASRWWLGQASSESNANKKEEALGSEAHEQVADNLLASTPNENEHSAGGDKAKEPEDTSGWFFQQKTFSDPNYPNKAGQAHQIA
EDVPQVKKGSAWLTDGEFVDGKAESSKETGRVDTSLLAQASQVLAQKAPQVSGWIFGGASEPEANGEDPAAHLVPGLKQGNSWWEWETSQTTTTTKTPAYTRDVKL
DCNPVPPFRACVEKCQRDNRSREKDKAGPSAPQALGSYEYGSLRSCYLTCKQKWIDTDLPGCLRADGVKVAGVPPVEAFRSTTSTTTSSTTTTTTHPPRTEPKAKE
PTAEAAKSFWGGLSDKPSASEDLGDAPQEGIKSFFSIFQRATSTSTATAPPEAPEGFSLTKLLGFHRPETDTVSPGTASSNSFPFSLRGASTLWSARNDSKSEVGG
GLLGSLFRRNVSEVPKLAAANGVEEANVASAFSSTEDEEHASAGGSWWSSLSRGNDAEGRKDEKEAASGVARVPGKRSVEEAADAAAASAKDLVDEADDAVESVLS
TWWPVFLLVVGMGLLGLCVLGRRLGQWEGMAGVGDIERGEYASAPVFREGDSGKHEDNPRRSVDVLANDDNRRPLIEQSA 
 
ROP13 
MKRTELCIAALVAVGAFAFTSPNAVAKSFERSLGHLDASSFLSSPLNSDVELGRSTFPAQSLSFTEGTNETNPPTSRPPGWKYEGSDLQRRVAARREEHKKRQEEW
EQRKASRRSALTPSAPDPDGDGDPATSFPSQRRLLDRCLQQFREQLVDLENLCKGSPEPDDCRSTVQEILGKQSFGALHTTVISFSIFVNRDPRRLSFPVLDATDL
RLTVKLKHLLDRIPGCAALSLPVYIGLVSSDVFKSEEFTRKVNRCSEDFGRSAREEPSRAGRAAAAVIRFMGLTPERQTFYQPFMFVTTQAAMLLSMVLKHPFLSI
LVNMACVAGSLCRKGIREVLLRALREADFLTEDVPLDSAPQELVDHLKVYLKLLFLRKYRRLRRQAANVAAQVVYANSLRLL 
 
 
 


